Strongly stabilized in

aml9 Lysld4l— Het 146 —>ATG inferred
o inactive form
aml9R24 Lys141— Met and 5 More easily activated
G1n393 -> Arg CAG —>CGG inferred activation accompanied by
normalisation of charge
aml22 Arg386—Cys - CcGC — TGC Strongly stabilized in
(inferred) (probably) inactive conformation
aml130 Pro75 — Ser CCC —» ICC inferred Stabilized in inactive
%7 . form :
aml31 Glyl83— Asp GGC —> GAC Weakly stabilized in
(inferred) inactive form
aml43 Glylld— 4sp GGT —> CAT Inactive
(inferred)
amtH No change CIC —> CTT (codon237) Wild type
am+S Asp448 - 4sn GAC —>AACH Heat sensitive
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done only once)

UV-induced, probably, except am4, B-propioclactone,and aml4, 15,17, 17RN35,

(# looks OK but

19, lROZ.
Among primary mutants:
Transitions: A/T— G/C 1
G/C— A/T 6 + 2ZRIP
Transversions: A/T —> T/A 2
G/C—> C/G 1
Two-bp change TA/AT — GT/CA 1
Frameshirts: Minus 1 2
1

Complex CAT/GTA — TA/AT



