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350  Table 1. A. nidulans strains used in this study.

351

cclA and/or mdp
Fungal strain or mutation(s) genotypes
transformant(s)
L0O2026 None pyrG89; pyroA4, nkuA::argB; riboB2, stc]::AfriboB
LO2051 SEIAR pyrG89; pyroA4, nkuA.'.:ftrgB; riboB2, steJ::AfriboB;
cclA::AfpyroA
LO2731, LO2732, cclAA, pyrG89; pyroA4, nkuA.::argB; riboB2, stcJ::AfriboB;
L0O2733 AN10039.4A cclAzAfpyroA; AN10039.4::AfpyrG
LO2736, LO2737, pyrG89; pyroAd, nkuA::argB; riboB2, stcJ::AfriboB;
LO2739 eskf.midpAL cclAAfpyroA; mdpA::AfpyrG
LO2741, LO2743, pyrG89; pyroA4, nkuA::argB; riboB2, stcJ::AfriboB;
LO2745 e G cclAz:AfpyroA; mdpB::AfpyrG
pyrG89; pyroA4, nkuA::argB; riboB2, stcJ::AfriboB;
LO2746, LO2747 cclAA, mdpCA COlASATPOA TP C MG
LO2751. LO2752 celAA, minDA pyrG89; pyroA4, nkuA::argB; riboB2, stcJ::AfriboB;

LO2756, LO2759

LO2761, LO2762,
LO2763

LO2149

LO2766, LO2767,

102772, LO2773,
LO2774
LO2776, LO2777,
LO2778

LO2782, LO2784

LO2786, LO2788,
LO2789

LO2333
L0O3530, LO3531,
LO3532

LO3570, LO3572

cclAA, mdpEA
cclAA, mdpFA
ceclAA, mdpGA
cclAA, mdpHA
cclAA, mdpIA
cclAA, mdpJA
cclAA, mdpKA
cclAA, mdpLA
alcA(p)-mdpE
alcA(p)-mdpA

alcA(p)-mdpE,
alcA(p)-mdpA

cclAz:AfpyroA; mdpD::AfpyrG

pyrG89; pyroA4, nkuA::argB; riboB2, stcJ::AfriboB;
celAz:AfpyroA; mdpE::AfpyrG

pyrGR9; pyroA4, nkuA::argB; riboB2, stcJ::AfriboB;
cclAzAfpyroA; mdpF::AfpyrG

pyrG89; pyroA4, nkuA::argB; riboB2, stcJ::AfriboB;
cclAz:AfpyroA; mdpG::AfpyrG

pyrG89; pyroA4, nkuA::argB; riboB2, stcJ::AfriboB;
cclA::AfpyroA; mdpH::AfpyrG

pyrG89; pyroA4, nkuA::argB; riboB2, stcJ::AfriboB;
cclA::AfpyroA; mdpl::AfpyrG

pyrG89; pyroA4, nkuA::argB; riboB2, stcJ::AfriboB;
cclAzAfpyroA; mdpl::AfpyrG

pyrG89; pyroAd, nkuA::argB; riboB2, stc]::AfriboB,
cclAz:AfpyroA; mdpK::AfpyrG

pyrG89; pyroA4, nkuA::argB; riboB2, stcJ::AfriboB;
cclA::AfpyroA; mdpL::AfpyrG

pyrG89; pyroA4, nkuA::argB; riboB2, stcJ::AfriboB;
mdpE::AfpyrG-alcA(p)-mdpE

pyrG89; pyroA4, nkuA::argB; riboB2, stcJ::AfriboB;
mdpA::AfpyroA-alcA(p)-mdpA

pyrG89; pyroA4, nkuA::argB; riboB2, stcJ::AfriboB;

mdpE::AfpyrG-alcA(p)-mdpE, mdpA::AfpyroA-
alcA(p)-mdpA
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352 Multiple transformants were used in analyses of secondary metabolite production. AfriboB,

353 AfpyrG, AfpyroA are A. fumigatus genes (22) used for replacement of A. nidulans genes. All
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